Computational Biology isarapidly evolving field that integrates mathematical modeling,
algorithm development, and biological data analysisto uncover insightsin genomics, systems
biology, and structural biology. At NTHRY S, we offer specialized PhD assistance in
Computational Biology, helping researchers harness bioinformatics, machine learning, and big
data analytics for groundbreaking biological discoveries. Our support ensures your research meets
the highest scientific standards, leading to impactful contributions in computational life sciences.
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Resear ch Areasin Computational Biology

o Mathematical Modeling in Biological Systems

e Computational Genomics and Genome Assembly

e Structura Bioinformatics and Protein Modeling

e Machine Learning in Bioinformatics

¢ Next-Generation Sequencing (NGS) Data Analysis

e Computational Approachesto Drug Discovery

o Systems Biology and Network Analysis

o Computational Immunology and Vaccine Design

¢ Bioinformatics Pipelines for Transcriptomics

¢ Al and Deep Learning in Computational Biology

¢ Epigenomics and Computational Analysis of DNA Methylation
¢ Protein-Ligand Docking Simulations

¢ Phylogenetic Anaysis and Evolutionary Modeling

o Computational Metagenomics and Microbiome Research
e Big Data Analyticsin Life Sciences

¢ High-Performance Computing in Genomics

o Computational Neuroscience and Brain Mapping

¢ Modeling Gene Regulatory Networks

e Structural Biology Simulations for Drug Design

e Computational Virology and Viral Evolution

¢ Personalized Medicine through Computational Biology
e Data Mining and Pattern Recognition in Biology

o Computational Cancer Biology and Oncogenomics

o Metabolomics Data Analysis and Modeling

e Computational Proteomics and Peptide Analysis

NTHRYSOPC PVT LTD | smo@nthrys.com | +91 - 8977624748 | www.nthrys.com
A Ministry of Corporate Affairs Incorporated Company



https://www.nthrys.com/phd-assistance.html
https://www.nthrys.com/phd-assistance-fields.html
http://www.nthrys.com

Page -

2

Quantitative Approaches in Synthetic Biology

Molecular Dynamics Simulations for Biochemical Reactions
Computational Prediction of Protein-Protein Interactions
MicroRNA Target Prediction and Functional Analysis
Computational Approachesto Gene Expression Analysis
Integrative Multi-Omics Data Analysis

Single-Cell Computational Biology

Network Pharmacology and Drug Targeting

Computational Evolutionary Biology

Machine Learning in Disease Prediction

RNA Structure Prediction and Analysis

Computational Approachesin CRISPR Gene Editing
Predictive Modeling in Personalized Genomics

Biological Pathway Analysis Using Al

Computational Toxicology and Chemical Safety Assessment
Gene Expression Data Normalization Techniques
Computational Biomarker Discovery for Disease Diagnosis
In Silico Screening for Antiviral Drug Candidates
Metabolic Network Reconstruction and Simulation
Genomic Variants Analysis Using Bioinformatics Tools
Computational Approachesin Epigenetics

Cloud Computing in Genomic Data Storage

Artificial Intelligence in Biomedical Research
Computational Epidemiology and Disease Spread Modeling
Structural RNA Bioinformatics

Microbiome Data Analysis and Computational Insights
Computational Approachesin Environmental Biotechnology
Quantitative Genetics and Computational Tools

Data Visualization Techniquesin Computational Biology
Comparative Genomics and Functional Annotation
Automated Pipelines for Genomic Data Processing
Computational Drug Repurposing Strategies

In Silico Vaccine Design and Optimization

Genome-Wide Association Studies (GWAS) Using Al
Molecular Docking for Natural Product Drug Discovery
Computational Approaches in Host-Pathogen Interactions
Protein Folding Simulations and Structural Analysis
Machine Learning for Epigenomic Data Interpretation
Molecular Evolution and Algorithm Devel opment
Computational Biology for Public Health Genomics
Statistical Genomics and Bayesian Inference

Text Mining in Biological Literature Analysis

Quantum Computing Applications in Computational Biology
Artificial Neural Networks in Biomedical Data I nterpretation
Bayesian Methods for Genomic Prediction

Cancer Systems Biology Using Computational Models
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o Computational Pharmacogenomics

o Computational Fluid Dynamics in Biomechanics

o Automated Annotations of Large-Scale Genomic Datasets

¢ Development of Bioinformatics Algorithms for Sequence Analysis
¢ High-Resolution Structural Biology Modeling

¢ Machine Learning Approaches for Protein Folding Predictions
e Simulation of Biochemical Pathwaysin Silico

¢ Integration of Multi-Omics Data for Systems Biology

o Network-Based Approaches to Predict Drug Side Effects

¢ Multi-Scale Modeling in Computational Biophysics

e Mathematical Modeling of Infectious Disease Dynamics

o Data-Driven Approaches for Precision Medicine

e Genome Annotation Using Artificial Intelligence

o Computational Biology in Neuroscience Research

e Predicting Drug Resistance Mechanisms Computationally

e Computational Biophysics and Bioinformatics Applications

Contact Via Whatsapp on +91-7993084748 for mor e details
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