Advanced Workshop on Green Genomics
Trait Discovery and Pipeline Design

Workshop Index|[Duration: 4 Days|

Use the index to navigate the workshop sections and open quick reference

modals for scope, audience, outcomes, delivery, policies, and FAQs.
[Quick Summary] [Overview & Outcomes| |Agenda & Hands-on| [Deliverables & FAQs]

[Quick View| Who Should Attend| [Dutcomes| |Delivery] [Policies] [FAQs]

Quick Summary]|
Green Genomics|Expert Workshop|Workflow Focus|

Program Fit, Audience, and Strategic Relevance

The workshop examines advanced trait discovery pipelines from
experimental design through candidate prioritization for
sustainable crop and plant innovation programs.

lPipeline Strategy|[Trait Discovery]

It is suited to genomics scientists, computational biologists,
breeding teams, and translational research leaders building high
confidence discovery workflows.

IScientific Teams||Applied Research]|

Participants connect phenotype evidence, genotypic signals, and
biological interpretation into a structured decision framework for
target advancement.

NTHRYSOPC PVT LTD | smo@nthrys.com | +91 - 8977624748 | www.nthrys.com
A Ministry of Corporate Affairs Incorporated Company



http://www.nthrys.com

Page - 2

[Evidence Mapping||[Decision Support]

Sessions balance concept depth with guided workflow
breakdowns so teams can strengthen analytical rigor,
reproducibility, and handoff quality.

Reproducibility||[Quality Systems|

The four day format supports layered learning across discovery
methods, data integration, prioritization logic, and implementation
planning.

Four Day Format|llmplementation Planning]

Overview

Trait Discovery|/Outcome Driven|[Pipeline Depth|
Trait Discovery Scope and Learning Outcomes

Participants review end to end architecture for green genomics
trait discovery, including sampling logic, data generation,
computational flow, and interpretation checkpoints.

IArchitecture Mapping|[End To End|

The workshop explains how association evidence, variant
filtering, and functional context can be combined to narrow
candidate traits and genes.

ICandidate Prioritization||Variant Analysis]|

Teams learn to evaluate signal quality, confounding risk, and
biological plausibility before escalating findings into breeding or
validation programs.

ISignal Quality|[Risk Review]

Outcome discussions cover reproducible workflow design,
metadata discipline, and transparent decision criteria for cross
functional collaboration.
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IMetadata Discipline||Cross Functionall

By the end, participants can frame, assess, and communicate
trait discovery outputs in a way that supports translational
pipeline decisions.

[Communication|[Translational Genomics]

Agenda

Hands On|[Case Led|[Data Intensive]
Agenda Flow and Guided Hands-on Exploration

Day one establishes discovery objectives, study framing,
phenotype structure, and data readiness criteria for downstream
genomic analysis.

IStudy Framing|[Data Readiness]

Day two focuses on genomic signal discovery methods, evidence
ranking, and checkpoints for controlling false positives and low
value hits.

ISignal Discovery|[False Positive Controll

Day three covers integration of annotation, pathway, and prior
knowledge layers to improve candidate ranking and mechanistic
interpretation.

IAnnotation Layers|[Mechanistic Insight]

Day four translates results into decision matrices, reporting
structures, and validation pathways for breeding or experimental
follow through.

Decision Matrices||validation Pathways]

Hands-on segments use guided examples to map inputs,
interpret outputs, and critique workflow design choices for
practical adoption.
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IGuided Examples||Practical Adoption|

Deliverables]
Reusable Assets|[FAQ Included|mplementation Ready]

Deliverables, Reference Assets, and Frequently Asked
Questions

Participants receive structured reference material that clarifies
discovery stages, evidence gates, and common prioritization
criteria.

Reference Material|[Evidence Gates]

Workshop outputs support internal SOP refinement, reporting
alignment, and stronger collaboration across genomics,
analytics, and biology teams.

ISOP Alignment|[Team Integration]

Common questions addressed include expected background
knowledge, required data maturity, and how to adapt the
workflow to specific crops.

Background Fit|[Crop Adaptation|

Additional discussion covers how discovery outputs can feed
validation, breeding prioritization, and translational research
decision forums.

Validation Readiness|[Breeding Priorities|

The closing segment helps teams identify immediate next steps,
internal owners, and process upgrades for durable pipeline
improvement.

INext Steps|[Process Improvement|

[Quick View] Who Should Attend| [Outcomes| [Delivery] [Policies| [FAQs]

NTHRYSOPC PVT LTD | smo@nthrys.com | +91 - 8977624748 | www.nthrys.com
A Ministry of Corporate Affairs Incorporated Company



http://www.nthrys.com

