Participate in Structural Bioinformatics winter internships to explore cold-stress effects on
biomolecular structures, focusing on how cold environments influence protein stability, folding,
and interactions, and the use of structural bioinformatics tools to study cold-adapted proteins and
drug development.

Focussed Areas under Structural Bioinfor matics Winter
I nternship
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Cold-stress impacts on protein structure and stability

Molecular dynamics simulations under cold-stress conditions
Cold-adapted protein structure prediction techniques

Cold-environment drug design using structural bioinformatics
Cold-stress biomolecular interactions and docking studies

Impact of cold-induced mutations on protein function

Cryo-EM and X-ray crystallography data for cold-stress proteins
Protein-ligand interactions under cold-stress conditions

Cold-stress RNA structure prediction and functional analysis
Applications of structural bioinformatics in cold-environment genomics

. Cold-stress protein folding and misfolding dynamics
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Structure-based drug discovery for cold-stress diseases
Cold-environment protein stability prediction tools

Machine learning for cold-stress structural bioinformatics
Structural bioinformatics in cold-adapted organism studies
Cold-environment virtual screening for drug candidates
Cold-induced changes in ligand-receptor binding

Cold-stress impact on personalized medicine applications
Structural bioinformatics for cold-stress functional genomics
Bioinformatics tools for cold-adapted protein interaction studies

Protocols Covered across various focussed ar eas under
Structural Bioinformatics Winter Internship
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Cold-stress protein structure prediction protocols

Molecular dynamics simulation under cold-stress workflows
Cryo-EM data analysis protocols for cold-stress biomolecules
Cold-stress protein-ligand docking study techniques

Protocols for studying cold-induced mutations on protein function
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Structure-based drug design protocols for cold environments
Techniques for predicting cold-stress protein stahility

Machine learning workflows for cold-stress structural bioinformatics
Cold-environment virtual screening protocols for drug candidates
10. Protocolsfor cold-stress RNA structure prediction and analysis
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Duration: 5, 10, 15, 20, and 30 Days

Note: Please cross confirm whether internship dotsfor thisfield are available before
joining.

Click Here for Structura Bioinformatics Winter Internship Fees
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